Vector:

Name Addgene Site
LentiCRISPRv2 52961 BsmBI
LentiCRISPRv2 GFP 82416 BsmBI
LentiCRISPRv2 puro 98290 BsmBlI

Target:  Adapted from Brunello library

Library Oligo template
5’ CTTGTGGAAAGGACGAAACACCGXXXXXXXXXXXXXXXXXXXXGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC 3’

Primers for lirary amplification
Oligo-Fwd: GTAACTTGAAAGTATTTCGATTTCTT GGCTTTATATATCTTGTGGAAAGGAC GAAACACC
Oligo-Knockout-Rev: ACTTTTTCAAGTTGATAACGGACTAG CCTTATTTTAACTTGCTATTTCTAGCT CTAAAAC



ELF1
ELF2
ELF3
ELF4
ELF5
GATA3
CTBP1
FOXA1l
PAX8
DPF2
POLR2A
SMARCE1
MYC
SMARCAS
MNT
ZNF217
TBP
JUND
FOS
CTCF
RFX5
ZNF687
MTA1
CREB1
NRF1
GATAD2B
ZNF592
ATF2
ATF7
CBFA2T3
MEIS2
ESR1
SREBF1
RCOR1
RBM25
ZFX
EP300
RAD21
HNRNPK
GRHL2
ovoL1l
ovoL2
SNAI1
SNAI2
ZEB1
ZEB2
TWIST
TWIST2
VTCN1



Genes
ATF2
ATF2
ATF2
ATF2
ATF7
ATF7
ATF7
ATF7
CBFA2T3
CBFA2T3
CBFA2T3
CBFA2T3
CREB1
CREB1
CREB1
CREB1
CTBP1
CTBP1
CTBP1
CTBP1
CTCF
CTCF
CTCF
CTCF
DPF2
DPF2
DPF2
DPF2
ELF1
ELF1
ELF1
ELF1
ELF2
ELF2
ELF2
ELF2
ELF3
ELF3
ELF3
ELF3
ELF4
ELF4
ELF4
ELF4
ELF5
ELF5

Targets
ACATACCGGAGTTTCTGTAG
GCAAGAGGGGATAAATCTAG
GCTCGTTCGACCAGTCACCA
GGACGAACAATAGCTGATGT
AGCCCACCCCTAGTACTGGG
CAAGTCTCCTCAATCAATGG
CCCAACCTCTGTCATCACAC
GAGCCAGGACGTACAATGGT
CAAGCTCACAGAGCGTGAGT
CAGCCATGAAAACGGCCGTG
GGAATGACAAACGGCCGCAG
TGGGGAGTCCGGCATCGCTG
AGCTGTACTAGAGTTACGGT
GGCTAACAATGGTACCGATG
TGGAGTTGGCACCGTTACAG
TGTGGAGACTGAATAACTGA
GATGTGGCACAGCGTCGAGT
GGATGGCCGGGACTGCACAG
TGACAACATCGACATCAAGT
TGATGCCCAAGGTCTCCCCG
CGATCCAAATTTGAACGCCG
GAGCAAACTGCGTTATACAG
TTACCCCAGAACCAGACGGA
TTTGTGCAGTTATGCCAGCA
AGAGGCGAGCATTGTAATTG
ATAGATGGGAAGGAAAGTCG
GAAGATACTCCCAAGCGTCG
TGGATGGAAAAGCGACACCG
ACATGTTCCACAATTACGGC
ATGTGTCCGTCACATTAGAT
GACTTGAAGATACTCTCGAC
GCTGTACTACATGAACAGTC
ATGTACTAGGACAGTTCGTG
CCAAGTGCCAGATTAGAGCA
GACATGAACTATGAAACCAT
GCAGCATCCTCTGTTCGCAG
AACCCCCAGATGTCATTGGA
CAGTGCGATGTACAGCTCGG
GCAGTCACGAAAACCATCTG
GGACTGGATCAGCTACCAAG
ACATGAACTATGAGACAATG
ATTGGGACCGTCGCTAGACG
CTCGCACACCATGTCAACCG
GCAGACGATCCCACTGACCA
CAGATCAGTCCACGACATCA
CTCCAGAACATCCGCACACA

1 ATF2
2 ATF2
3 ATF2
4 ATF2
5 ATF7
6 ATF7
7 ATF7
8 ATF7
9 CBFA2T3
10 CBFA2T3
11 CBFA2T3
12 CBFA2T3
13 CREB1
14 CREB1
15 CREB1
16 CREB1
17 CTBP1
18 CTBP1
19 CTBP1
20 CTBP1
21 CTCF
22 CTCF
23 CTCF
24 CTCF
25 DPF2
26 DPF2
27 DPF2
28 DPF2
29 ELF1
30 ELF1
31 ELF1
32 ELF1
33 ELF2
34 ELF2
35 ELF2
36 ELF2
37 ELF3
38 ELF3
39 ELF3
40 ELF3
41 ELF4
42 ELF4
43 ELF4
44 ELF4
45 ELF5
46 ELF5

ATF2_1
ATF2_2
ATF2_3
ATF2_4
ATF7_5
ATF7_6
ATF7_7
ATF7_8
CBFA2T3_9
CBFA2T3_10
CBFA2T3_11
CBFA2T3_12
CREB1_13
CREB1_14
CREB1_15
CREB1_16
CTBP1_17
CTBP1_18
CTBP1_19
CTBP1_20
CTCF 21
CTCF_22
CTCF_23
CTCF 24
DPF2_25
DPF2_26
DPF2_27
DPF2_28
ELF1_29
ELF1_30
ELF1 31
ELF1_32
ELF2_33
ELF2_34
ELF2_35
ELF2_36
ELF3_37
ELF3_38
ELF3_39
ELF3_40
ELF4_41
ELF4_42
ELF4_43
ELF4_44
ELF5_45
ELF5_46



Genes
ELF5
ELF5
EP300
EP300
EP300
EP300
ESR1
ESR1
ESR1
ESR1
FOS
FOS
FOS
FOS
FOXA1
FOXA1l
FOXA1
FOXA1l
GATA3
GATA3
GATA3
GATA3
GATAD2B
GATAD2B
GATAD2B
GATAD2B
GRHL2
GRHL2
GRHL2
GRHL2
HNRNPK
HNRNPK
HNRNPK
HNRNPK
JUND
JUND
JUND
JUND
MEIS2
MEIS2
MEIS2
MEIS2
MNT
MNT
MNT
MNT

Targets
GACACAGGAGGAGTTCGTCG
GCTTAGTCCAGTATTCAGGG
ATGGTGAACCATAAGGATTG
CTGTAATAAGTGGCATCACG
GGTACGACTAGGTACAGGCG
GTGGCACGAAGATATTACTC
CTGACCGTAGACCTGCGCGT
TACTCGGAATAGAGTATCGG
TCAGATAATCGACGCCAGGG
TCCAGGTACACCTCGCCCAG
GCTGACTGATACACTCCAAG
GGAAAAACTAGAGTTCATCC
GTAGTAAGAGAGGCTATCCC
GTCGAGATGGCAGTGACCGT
AACATGTCCTATGCCAACCC
AGGCGCCAGAGGGGTCCTTG
GTCCGGGTGCAGCGTCCAGT
TGGACGGCGCGTACGCCATG
AGGTACCCTCCGACCCACCA
CAGGGAGTGTGTGAACTGTG
GGAGCTGTACTCGGGCACGT
TCCAAGACGTCCATCCACCA
AACTCGCTATTGGCTGCACT
AGACATCAACATGTGTGGAA
TACCGGTTGATAATTGATGG
TGGATATGAGTGCTAGACGG
AGATGGGGAAGAGCAACGAG
AGGTCAACTTACCAATGTCA
GAAGCCCAGAGTAATTTGAG
GTGTCAATCTGAATCATCAA
ATGATGTTTGATGACCGTCG
CTGTTGGGACATACCGCTCG
GATGATATGAGCCCTCGTCG
TAAAATCAAAGAACTTCGAG
CGAGGAGCAGGAGTTCGCCG
GCGAACCTGAGCAGCTACGC
TAGAGGAACTGTGAGCTCGT
TTACACAAGCAGAACCAGCT
ACGGAGACCCTCACGCGCCG
CCTTCAAACAGCTAATGTAT
GACAACAGTGTAGCTTCACC
GGGTTGAGGTTGCATCATCG
CAACATAGACGAGGATATGG
CTCCTTAATGCTGAGTCCGG
GAAGCGGAACATCCCCAACG
TCTCCAGTACGTCCATCCAC

47 ELF5

48 ELF5

49 EP300
50 EP300
51 EP300
52 EP300
53 ESR1
54 ESR1

55 ESR1

56 ESR1

57 FOS

58 FOS

59 FOS

60 FOS

61 FOXA1
62 FOXA1
63 FOXA1
64 FOXA1
65 GATA3
66 GATA3
67 GATA3
68 GATA3
69 GATAD2B
70 GATAD2B
71 GATAD2B
72 GATAD2B
73 GRHL2
74 GRHL2
75 GRHL2
76 GRHL2
77 HNRNPK
78 HNRNPK
79 HNRNPK
80 HNRNPK
81 JUND
82 JUND
83 JUND
84 JUND
85 MEIS2
86 MEIS2
87 MEIS2
88 MEIS2
89 MNT

90 MNT

91 MNT

92 MNT

ELF5_47
ELF5_48
EP300_49
EP300_50
EP300_51
EP300_52
ESR1_53
ESR1_54
ESR1_55
ESR1_56
FOS_57
FOS_58
FOS_59
FOS_60
FOXA1_61
FOXA1_62
FOXA1_63
FOXA1_64
GATA3_65
GATA3_66
GATA3_67
GATA3_68
GATAD2B_69
GATAD2B_70
GATAD2B_71
GATAD2B_72
GRHL2_73
GRHL2_74
GRHL2_75
GRHL2_76
HNRNPK_77
HNRNPK_78
HNRNPK_79
HNRNPK_80
JUND_81
JUND_82
JUND_83
JUND_84
MEIS2_85
MEIS2_86
MEIS2_87
MEIS2_88
MNT_89
MNT_90
MNT_91
MNT_92



Genes Targets

MTA1 ACAGACGGCCAATGGGAACG 93 MTA1 MTA1_93
MTA1 TCCTTCAGGGGAAATAGAAG 94 MTA1l MTA1_94
MTA1 TGGGGGCTACCTGATGTGCG 95 MTA1 MTA1_95
MTA1 TGTGGAGAGTATCCATGGCG 96 MTA1l MTA1_96
MYC AGAGTGCATCGACCCCTCGG 97 MYC MYC_97

MYC CTGCGGGGAGGACTCCGTCG 98 MYC MYC_98

MYC CTTCGGGGAGACAACGACGG 99 MYC MYC_99

MYC GCTGCACCGAGTCGTAGTCG 100 MYC MYC_100
NRF1 AAGATGAGCTATACTATGTG 101 NRF1 NRF1_101
NRF1 AGTAGTATATTCATCTAACG 102 NRF1 NRF1_102
NRF1 CGACGGAATTCCAGTCTCTG 103 NRF1 NRF1_103
NRF1 GCTCGGTGTAAGTAGCCACA 104 NRF1 NRF1_104
ovolL1 CGTCGTTGTGACACTTCATG 105 OvOlL1 OvOoL1_105
ovolL1l CTGGAGCGAGCTCCCCGACG 106 OVOL1 OVOL1_106
ovolL1 GACGTGTCTCTTGAGGTCGA 107 OvOlL1 ovoL1_107
ovolL1l TCGAGACTCTAGCTACAGCA 108 OVOL1 OvOoL1_108
ovoL2 ACGACACCTTCGACCTGAAG 109 OvOL2 0OvOL2_109
ovoL2 CCTGCTCCACGACCCCCCCG 110 ovoL2 ovoL2_110
ovoL2 GGTCGCCAGATCGAAAATCA 111 ovOoL2 ovoL2_111
ovoL2 TGGTCGCCAGGTGTCCATCG 112 ovOoL2 ovoL2_112
POLR2A CATGCGGCGGGAACACAACG 113 POLR2A POLR2A_113
POLR2A CTTCAAGAACTAGTGCGCAG 114 POLR2A POLR2A_114
POLR2A GTCTGGAGCATACAACGTTG 115 POLR2A  POLR2A_115
POLR2A TGGGGGGTGACAATCATGCG 116 POLR2A POLR2A_116
RAD21 AAGTGTTGTTTGATCAGTCA 117 RAD21 RAD21_117
RAD21 ACATACTCTAAGTCAGGCAG 118 RAD21 RAD21_118
RAD21 GTGTAATTTAGAGAGCAGCG 119 RAD21 RAD21_119
RAD21 TCTGTTCAGACTCTAATAGG 120 RAD21 RAD21_120
RBM25 CAGAGAACGAAAGAAAACCC 121 RBM25 RBM25_121
RBM?25 CATGTAATAATCTGAGTGCA 122 RBM25  RBM25_122
RBM25 GAGAGATCAGATGATTAAAG 123 RBM25  RBM25_123
RBM?25 TTTCCAACCATAGACACAGT 124 RBM25 RBM25_124
RCOR1 ACGGGACAATCTTGGCATGT 125 RCOR1 RCOR1_125
RCOR1 AGAAAAGCATGGGTACAACA 126 RCOR1 RCOR1_126
RCOR1 GAGGACTAAAACTAGTGTGA 127 RCOR1 RCOR1_127
RCOR1 TTTATTCTGGCCATTATTGG 128 RCOR1 RCOR1_128
RFX5 GAAGCGGGCGACCTCAACGA 129 RFX5 RFX5_129
RFX5 GGATCTGGAAGCCCGAACTG 130 RFX5 RFX5_130
RFX5 GTACTTACGAAATGGTACCT 131 RFX5 RFX5_131
RFX5 TGTTTATGATGCCTATCGGT 132 RFX5 RFX5_132
SMARCE1 ACCAACAGCCGGGTCACGGT 133 SMARCE1 SMARCE1_133
SMARCE1 TATGTAAGCAAGGTACGCGG 134 SMARCE1 SMARCE1_134
SMARCE1 TCGACAGAGACAATCTCGCA 135 SMARCE1 SMARCE1_135
SMARCE1 TGAAATTCTTAGTGAGAGTG 136 SMARCE1 SMARCE1_136
SMARCA5S ATGCATCTAGTAACCAACAG 137 SMARCA5 SMARCA5_137

SMARCAS5S CATCAGCCTTAATTCGACGA 138 SMARCA5 SMARCA5_138



Genes
SMARCA5S
SMARCA5
SNAI1
SNAI1
SNAI1
SNAI1
SNAI2
SNAI2
SNAI2
SNAI2
SREBF1
SREBF1
SREBF1
SREBF1
PAX8
PAX8
PAX8
PAX8
TBP
TBP
TBP
TBP
TWIST1
TWIST1
TWIST1
TWIST1
VTCN1
VTCN1
VTCN1
VTCN1
ZEB1
ZEB1
ZEB1
ZEB1
ZEB2
ZEB2
ZEB2
ZEB2
ZFX
ZFX
ZFX
ZFX
ZNF217
ZNF217
ZNF217
ZNF217

Targets
CCGTAGAACAGAGCAAGAGG
GATGAGTGAATTCAAGAGAT
GATGAGCATTGGCAGCGAGG
GCTGACCTCCCTGTCAGATG
GGCTTCGGATGTGCATCTTG
GGGACTCTCCTGGAGCCGAA
ACTCACTCGCCCCAAAGATG
CGGTAGTCCACACAGTGATG
GGTCCGAATATGCATCTTCA
TGGTTGTGGTATGACAGGCA
ACCAGCTGCACACCATGGGT
CCTGTAGAGAAGCCTCCCGG
GCGATGCCTCCAGAAGTACA
TAAATCTGCTGTCTTGCGCA
CAGAGGTCTGCCATTCACAA
CCACGCAGCTGTCCATAGGG
GAGCCCAGGGAATCCGACTG
TCTGTGAGTCAATGCTTAGT
ACGTCCCAGCAGGCAACACA
CCAATGATGCCTTATGGCAC
GATAAGAGAGCCACGAACCA
GTTTCGGGCACGAAGTGCAA
AGCGGGTCATGGCCAACGTG
CCCCCGCGCTTGCCGCTCGG
CGGGAGTCCGCAGTCTTACG
GCGCACCCAGTCGCTGAACG
AACCTTGAGTATAAAACTGG
GATCAGCAAACACTGCTGTC
GGCGACAGTAGTGACTGTGA
TTTCTGATATCGTGATACAA
AATGCTTCACCCATACAACA
CAGACCAGACAGTGTTACCA
GAAGGACAAAAGCTTTGAAG
GGTTACTTGTACACAGCTGA
AAAATGGAGTGGATATGTTG
ACTTAAATTACTATTCATGG
GCACCATTATGACTCACTAC
TGGAGTGTATGAACTACTGT
CATTTGCTGCTCGTGCACGG
GCTGGCAAAATAGAACACGA
TCTATACATGTGTCTGACGT
TGTAATCCAAGATGTTATTG
CAAAATCTCACCCTGAAACG
CCACGGCGAAGCGCCCTCCG
GGACACATAATGGCAAATCG
TGGGTGGTACTGCCATCCGG

139 SMARCA5 SMARCA5_139
140 SMARCA5 SMARCA5_140

141 SNAI1
142 SNAI1
143 SNAI1
144 SNAI1
145 SNAI2
146 SNAI2
147 SNAI2
148 SNAI2
149 SREBF1
150 SREBF1
151 SREBF1
152 SREBF1
153 PAX8
154 PAX8
155 PAX8
156 PAXS8
157 TBP
158 TBP
159 TBP
160 TBP
161 TWIST1
162 TWIST1
163 TWIST1
164 TWIST1
165 VTCN1
166 VTCN1
167 VTCN1
168 VTCN1
169 ZEB1
170 ZEB1
171 ZEB1
172 ZEB1
173 ZEB2
174 ZEB2
175 ZEB2
176 ZEB2
177 ZFX
178 ZFX
179 ZFX
180 ZFX
181 ZNF217
182 ZNF217
183 ZNF217
184 ZNF217

SNAI1_141
SNAI1_142
SNAI1_143
SNAI1_144
SNAI2_145
SNAI2_146
SNAI2_147
SNAI2_148
SREBF1_149
SREBF1_150
SREBF1_151
SREBF1_152
PAX8_153
PAX8_154
PAX8_155
PAX8_156
TBP_157
TBP_158
TBP_159
TBP_160
TWIST1_161
TWIST1_162
TWIST1_163
TWIST1_164
VTCN1_165
VTCN1_166
VTCN1_167
VTCN1_168
ZEB1_169
ZEB1_170
ZEB1_171
ZEB1_172
ZEB2_173
ZEB2_174
ZEB2_175
ZEB2_176
ZFX_177
ZFX_178
ZFX_179
ZFX_180
ZNF217 181
ZNF217_182
ZNF217_183
ZNF217_184



Genes
ZNF592
ZNF592
ZNF592
ZNF592
ZNF687
ZNF687
ZNF687
ZNF687
TWIST2
TWIST2
TWIST2
TWIST2
TWIST2
TWIST2
NC1
NC2
NC3
NC4
NC5
NC6
NC7
NC8
NC9
NC10
NC11
NC12
NC13
NC14
NC15
NC16
NC17
NC18
NC19
NC20

Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control

Targets
AGCCCCGGAATCCATTGTGT
CCCTAGAGGTGACCCAACAG
GAAGACCTCTACAATCAGTG
GGATGCCACTCGATTCTTCG
AAACCATTCTGCATTCGATG
AAGGTGGTGAGCGTACAGTT
CAAACACCACTGAACAGCTG
TGGCACGGCACTATGACCGT
TCTTGCTGTAGCGCCGCTTC
TCAGCTACGCCTTCTCCGTG
GATCTTGCGCAGCGCCGCGA
CCCCAGCGCGCAGTCCTTCG
AGCCCGACCCCGGGCAAGCG
CGCGCCCTCCATGCGCCACA
AACATCTCGTTAGGGGTATC
AACCACGGCATTGAGAGGTG
AACGCGAGTCCGGTGGCTAG
AACGCTGTCGTACGTGTATA
AACGTGCTGACGATGCGGGC
AACTACAAGTAAAAGTATCG
AACTAGAATAGGCGGGCTTG
AACTAGCCCGAGCAGCTTCG
AAGAAGAATTGGGGATGATG
AAGAAGGGCCGTACCCGAAA
AAGAATTAGGCACGGTTACT
AAGAGATCACATCTAGGCCA
AAGAGCGAATCGATTTCGTG
AAGAGTAGTAGACGCCCGGG
AAGCACTAGTCCGTATGATG
AAGCCATTGTATAACTCCAG
AAGCGGGCACACATGACAAG
AAGGACTGGAATATGGAGAG
AAGGCAATTTACTGGATCCT
AAGGCGCGCGAATGTGGCAG

AAAAAGCTTCCGCCTGATGG
AAAACAGGACGATGTGCGGC
AAAACATCGACCGAAAGCGT
AAAATAGCAGTAAACTCAAC
AAAATCGATGGGCTGAATCT
AAAATTATCGGAAACGGTAG
AAACCCTATGCCCAAATGAG
AAACCTAGCCCCAATACTTA
AAACGAGATCGAGAAAGGTA
AAACGGTACGACAGCGTGTG

185 ZNF592
186 ZNF592
187 ZNF592
188 ZNF592
189 ZNF687
190 ZNF687
191 ZNF687
192 ZNF687
193 TWIST2
194 TWIST2
195 TWIST2
196 TWIST2
197 TWIST2
198 TWIST2
199 NTC
200 NTC
201 NTC
202 NTC
203 NTC
204 NTC
205 NTC
206 NTC
207 NTC
208 NTC
209 NTC
210 NTC
211 NTC
212 NTC
213 NTC
214 NTC
215 NTC
216 NTC
217 NTC
218 NTC

ZNF592_185
ZNF592_186
ZNF592_187
ZNF592_188
ZNF687_189
ZNF687_190
ZNF687_191
ZNF687_192
TWIST2_193
TWIST2_194
TWIST2_195
TWIST2_196
TWIST2_197
TWIST2_198
NTC_199
NTC_200
NTC_201
NTC_202
NTC_203
NTC_204
NTC_205
NTC_206
NTC_207
NTC_208
NTC_209
NTC_210
NTC_211
NTC_212
NTC_213
NTC_214
NTC_215
NTC_216
NTC_217
NTC_218



Genes

Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control

Targets
AAACTGTAGTGCAGGGTCAG
AAAGAAAGAGGAATAGTAGC
AAAGACTTGCTCCAAAACAC
AAAGATATAGCAAATTATGG
AAAGCGACGTAGGCATACTT
AAATAATATGCATCTCTCGA
AAATACAAGCTATAGCGATA
AAATGCACAGATCGCTGATC
AAATTGGCTTTCGTTCGTGC
AACAGGAAACGTGACTAAAG



Target Gene Symbol
ATF2
ATF2
ATF2
ATF2
ATF7
ATF7
ATF7
ATF7
CBFA2T3
CBFA2T3
CBFA2T3
CBFA2T3
CREB1
CREB1
CREB1
CREB1
CTBP1
CTBP1
CTBP1
CTBP1
CTCF
CTCF
CTCF
CTCF
DPF2
DPF2
DPF2
DPF2
ELF1
ELF1
ELF1
ELF1
ELF2
ELF2
ELF2
ELF2
ELF3
ELF3
ELF3
ELF3
ELF4
ELF4
ELF4
ELF4
ELF5
ELF5
ELF5
ELF5
EP300
EP300
EP300

Oligos
CTTGTGGAAAGGACGAAACACCGACATACCGGAGTTTCTGTAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCAAGAGGGGATAAATCTAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCTCGTTCGACCAGTCACCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGACGAACAATAGCTGATGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGCCCACCCCTAGTACTGGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAAGTCTCCTCAATCAATGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCCAACCTCTGTCATCACACGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGAGCCAGGACGTACAATGGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAAGCTCACAGAGCGTGAGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAGCCATGAAAACGGCCGTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGAATGACAAACGGCCGCAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGGGGAGTCCGGCATCGCTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGCTGTACTAGAGTTACGGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGCTAACAATGGTACCGATGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGGAGTTGGCACCGTTACAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGTGGAGACTGAATAACTGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGATGTGGCACAGCGTCGAGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGATGGCCGGGACTGCACAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGACAACATCGACATCAAGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGATGCCCAAGGTCTCCCCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCGATCCAAATTTGAACGCCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGAGCAAACTGCGTTATACAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTTACCCCAGAACCAGACGGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTTTGTGCAGTTATGCCAGCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGAGGCGAGCATTGTAATTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGATAGATGGGAAGGAAAGTCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGAAGATACTCCCAAGCGTCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGGATGGAAAAGCGACACCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACATGTTCCACAATTACGGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGATGTGTCCGTCACATTAGATGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGACTTGAAGATACTCTCGACGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCTGTACTACATGAACAGTCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGATGTACTAGGACAGTTCGTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCAAGTGCCAGATTAGAGCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGACATGAACTATGAAACCATGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCAGCATCCTCTGTTCGCAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAACCCCCAGATGTCATTGGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAGTGCGATGTACAGCTCGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCAGTCACGAAAACCATCTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGACTGGATCAGCTACCAAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACATGAACTATGAGACAATGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGATTGGGACCGTCGCTAGACGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCTCGCACACCATGTCAACCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCAGACGATCCCACTGACCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAGATCAGTCCACGACATCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCTCCAGAACATCCGCACACAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGACACAGGAGGAGTTCGTCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCTTAGTCCAGTATTCAGGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGATGGTGAACCATAAGGATTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCTGTAATAAGTGGCATCACGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGTACGACTAGGTACAGGCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC



Target Gene Symbol
EP300
ESR1
ESR1
ESR1
ESR1
FOS
FOS
FOS
FOS
FOXA1
FOXA1
FOXA1
FOXA1
GATA3
GATA3
GATA3
GATA3
GATAD2B
GATAD2B
GATAD2B
GATAD2B
GRHL2
GRHL2
GRHL2
GRHL2
HNRNPK
HNRNPK
HNRNPK
HNRNPK
JUND
JUND
JUND
JUND
MEIS2
MEIS2
MEIS2
MEIS2
MNT
MNT
MNT
MNT
MTA1
MTA1
MTA1
MTA1
MYC
MYC
MYC
MYC
NRF1
NRF1

Oligos
CTTGTGGAAAGGACGAAACACCGGTGGCACGAAGATATTACTCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCTGACCGTAGACCTGCGCGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTACTCGGAATAGAGTATCGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCAGATAATCGACGCCAGGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCCAGGTACACCTCGCCCAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCTGACTGATACACTCCAAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGAAAAACTAGAGTTCATCCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGTAGTAAGAGAGGCTATCCCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGTCGAGATGGCAGTGACCGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAACATGTCCTATGCCAACCCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGGCGCCAGAGGGGTCCTTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGTCCGGGTGCAGCGTCCAGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGGACGGCGCGTACGCCATGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGGTACCCTCCGACCCACCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAGGGAGTGTGTGAACTGTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGAGCTGTACTCGGGCACGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCCAAGACGTCCATCCACCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAACTCGCTATTGGCTGCACTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGACATCAACATGTGTGGAAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTACCGGTTGATAATTGATGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGGATATGAGTGCTAGACGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGATGGGGAAGAGCAACGAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGGTCAACTTACCAATGTCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGAAGCCCAGAGTAATTTGAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGTGTCAATCTGAATCATCAAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGATGATGTTTGATGACCGTCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCTGTTGGGACATACCGCTCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGATGATATGAGCCCTCGTCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTAAAATCAAAGAACTTCGAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCGAGGAGCAGGAGTTCGCCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCGAACCTGAGCAGCTACGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTAGAGGAACTGTGAGCTCGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTTACACAAGCAGAACCAGCTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACGGAGACCCTCACGCGCCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCTTCAAACAGCTAATGTATGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGACAACAGTGTAGCTTCACCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGGTTGAGGTTGCATCATCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAACATAGACGAGGATATGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCTCCTTAATGCTGAGTCCGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGAAGCGGAACATCCCCAACGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCTCCAGTACGTCCATCCACGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACAGACGGCCAATGGGAACGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCCTTCAGGGGAAATAGAAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGGGGGCTACCTGATGTGCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGTGGAGAGTATCCATGGCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGAGTGCATCGACCCCTCGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCTGCGGGGAGGACTCCGTCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCTTCGGGGAGACAACGACGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCTGCACCGAGTCGTAGTCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAGATGAGCTATACTATGTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGTAGTATATTCATCTAACGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC



Target Gene Symbol
NRF1
NRF1
ovoLl
ovolLl
ovolLl
ovoLl
ovolL2
ovoL2
ovoL2
ovoL2
POLR2A
POLR2A
POLR2A
POLR2A
RAD21
RAD21
RAD21
RAD21
RBM25
RBM25
RBM25
RBM25
RCOR1
RCOR1
RCOR1
RCOR1
RFX5
RFX5
RFX5
RFX5
SMARCE1
SMARCE1
SMARCE1
SMARCE1
SMARCA5
SMARCAS
SMARCA5
SMARCAS
SNAI1
SNAI1
SNAI1
SNAI1
SNAI2
SNAI2
SNAI2
SNAI2
SREBF1
SREBF1
SREBF1
SREBF1
PAX8

Oligos
CTTGTGGAAAGGACGAAACACCGCGACGGAATTCCAGTCTCTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCTCGGTGTAAGTAGCCACAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCGTCGTTGTGACACTTCATGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCTGGAGCGAGCTCCCCGACGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGACGTGTCTCTTGAGGTCGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCGAGACTCTAGCTACAGCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACGACACCTTCGACCTGAAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCTGCTCCACGACCCCCCCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGTCGCCAGATCGAAAATCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGGTCGCCAGGTGTCCATCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCATGCGGCGGGAACACAACGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCTTCAAGAACTAGTGCGCAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGTCTGGAGCATACAACGTTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGGGGGGTGACAATCATGCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAGTGTTGTTTGATCAGTCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACATACTCTAAGTCAGGCAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGTGTAATTTAGAGAGCAGCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCTGTTCAGACTCTAATAGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAGAGAACGAAAGAAAACCCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCATGTAATAATCTGAGTGCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGAGAGATCAGATGATTAAAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTTTCCAACCATAGACACAGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACGGGACAATCTTGGCATGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGAAAAGCATGGGTACAACAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGAGGACTAAAACTAGTGTGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTTTATTCTGGCCATTATTGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGAAGCGGGCGACCTCAACGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGATCTGGAAGCCCGAACTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGTACTTACGAAATGGTACCTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGTTTATGATGCCTATCGGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACCAACAGCCGGGTCACGGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTATGTAAGCAAGGTACGCGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCGACAGAGACAATCTCGCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGAAATTCTTAGTGAGAGTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGATGCATCTAGTAACCAACAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCATCAGCCTTAATTCGACGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCGTAGAACAGAGCAAGAGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGATGAGTGAATTCAAGAGATGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGATGAGCATTGGCAGCGAGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCTGACCTCCCTGTCAGATGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGCTTCGGATGTGCATCTTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGGACTCTCCTGGAGCCGAAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACTCACTCGCCCCAAAGATGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCGGTAGTCCACACAGTGATGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGTCCGAATATGCATCTTCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGGTTGTGGTATGACAGGCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACCAGCTGCACACCATGGGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCTGTAGAGAAGCCTCCCGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCGATGCCTCCAGAAGTACAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTAAATCTGCTGTCTTGCGCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAGAGGTCTGCCATTCACAAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC



Target Gene Symbol
PAX8
PAX8
PAX8
TBP
TBP
TBP
TBP
TWIST1
TWIST1
TWIST1
TWIST1
VTCN1
VTCN1
VTCN1
VTCN1
ZEB1
ZEB1
ZEB1
ZEB1
ZEB2
ZEB2
ZEB2
ZEB2
ZFX
ZFX
ZFX
ZFX
ZNF217
ZNF217
ZNF217
ZNF217
ZNF592
ZNF592
ZNF592
ZNF592
ZNF687
ZNF687
ZNF687
ZNF687
TWIST2
TWIST2
TWIST2
TWIST2
TWIST2
TWIST2
NC1
NC2
NC3
NC4
NC5
NC6

Oligos
CTTGTGGAAAGGACGAAACACCGCCACGCAGCTGTCCATAGGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGAGCCCAGGGAATCCGACTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCTGTGAGTCAATGCTTAGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACGTCCCAGCAGGCAACACAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCAATGATGCCTTATGGCACGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGATAAGAGAGCCACGAACCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGTTTCGGGCACGAAGTGCAAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGCGGGTCATGGCCAACGTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCCCCGCGCTTGCCGCTCGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCGGGAGTCCGCAGTCTTACGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCGCACCCAGTCGCTGAACGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAACCTTGAGTATAAAACTGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGATCAGCAAACACTGCTGTCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGCGACAGTAGTGACTGTGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTTTCTGATATCGTGATACAAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAATGCTTCACCCATACAACAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAGACCAGACAGTGTTACCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGAAGGACAAAAGCTTTGAAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGTTACTTGTACACAGCTGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAAATGGAGTGGATATGTTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACTTAAATTACTATTCATGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCACCATTATGACTCACTACGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGGAGTGTATGAACTACTGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCATTTGCTGCTCGTGCACGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCTGGCAAAATAGAACACGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCTATACATGTGTCTGACGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGTAATCCAAGATGTTATTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAAAATCTCACCCTGAAACGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCACGGCGAAGCGCCCTCCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGACACATAATGGCAAATCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGGGTGGTACTGCCATCCGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGCCCCGGAATCCATTGTGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCCTAGAGGTGACCCAACAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGAAGACCTCTACAATCAGTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGATGCCACTCGATTCTTCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAACCATTCTGCATTCGATGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAGGTGGTGAGCGTACAGTTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAAACACCACTGAACAGCTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGGCACGGCACTATGACCGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCTTGCTGTAGCGCCGCTTCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCAGCTACGCCTTCTCCGTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGATCTTGCGCAGCGCCGCGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCCCAGCGCGCAGTCCTTCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGCCCGACCCCGGGCAAGCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCGCGCCCTCCATGCGCCACAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAACATCTCGTTAGGGGTATCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAACCACGGCATTGAGAGGTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAACGCGAGTCCGGTGGCTAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAACGCTGTCGTACGTGTATAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAACGTGCTGACGATGCGGGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAACTACAAGTAAAAGTATCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC



Target Gene Symbol
NC7
NC8
NC9
NC10
NC11
NC12
NC13
NC14
NC15
NC16
NC17
NC18
NC19
NC20

Oligos
CTTGTGGAAAGGACGAAACACCGAACTAGAATAGGCGGGCTTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAACTAGCCCGAGCAGCTTCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAGAAGAATTGGGGATGATGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAGAAGGGCCGTACCCGAAAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAGAATTAGGCACGGTTACTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAGAGATCACATCTAGGCCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAGAGCGAATCGATTTCGTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAGAGTAGTAGACGCCCGGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAGCACTAGTCCGTATGATGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAGCCATTGTATAACTCCAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAGCGGGCACACATGACAAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAGGACTGGAATATGGAGAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAGGCAATTTACTGGATCCTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAGGCGCGCGAATGTGGCAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC



