Vector:

Name Addgene Site
LentiCRISPRv2 52961 BsmBI
LentiCRISPRv2 GFP 82416 BsmBI
LentiCRISPRv2 puro 98290 BsmBlI

Target:  Adapted from Brunello library

Library Oligo template
5’ CTTGTGGAAAGGACGAAACACCGXXXXXXXXXXXXXXXXXXXXGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC 3’

Primers for lirary amplification
Oligo-Fwd: GTAACTTGAAAGTATTTCGATTTCTT GGCTTTATATATCTTGTGGAAAGGAC GAAACACC
Oligo-Knockout-Rev: ACTTTTTCAAGTTGATAACGGACTAG CCTTATTTTAACTTGCTATTTCTAGCT CTAAAAC



Genes
Atf2
Atf2
Atf2
Atf2
Cbfa2t3
Cbfa2t3
Cbfa2t3
Cbfa2t3
Crebl
Crebl
Crebl
Crebl
Ctbp1l
Ctbp1l
Ctbp1l
Ctbp1l
Ctcf
Ctcf
Ctcf
Ctcf
Dpf2
Dpf2
Dpf2
Dpf2
Elf1
Elf1
Elf1
Elf1
EIf3
EIf3
EIf3
EIf3
Elf4
Elf4
Elf4
Elf4
EIf5
EIf5
EIf5
EIf5
Esrl
Esrl
Esrl
Esrl
Fos
Fos

Targets
GGACGAACGATAGCTGATGT
CAACACCCTCCAGTTACCAA
ACATACCGGAGTTTCTGTAG
TGTTGTAGAAACAACTCACC
CAGGCTCACAGAACGCGAGT
GAGCTCAGACGAGTCGACAG
CAGCCGTGGAAACGGCCATG
GGTGCCCCATCTACACCCAA
GAAGGGAAATCCTTTCAAGG
ACTGCTAGTTTGGTAAATGG
ACAGATTGCCACATTAGCCC
ACAGCTGGCTAACAATGGTA
ATAGGTATGGATCATAGAAG
GACTGCGTTACCCTGCATTG
TGTGATGGTATGGTACATCA
ACCTAGTCCAATGATGCCCA
CGATCCAAATTTGAACGCCG
GGTAAGGTGTGACATATCAT
TACACTGGCATAATCACACA
CACGCTCGGTTTACCCAGAG
GAAGATACGCCAAAGCGTCG
AGTGGTAACTGAGGCCAGGT
AGAGGCGGGCGTTATAATTG
TGGATGGAAAAGCGACACCG
GATATTTGGTGTAGTCGTCG
CGTCAACAACCGCATCAAGT
CCTGTCCTAAGTACATCAAG
ACATGTTCCACAATAACAGC
GAGAGCAAGGTCTTCCCTAG
TCAGTGCCAAAGGTAGTCGG
GACCTCAGACAAGATCCCAA
TGGGTCTTCGACCAGAACTG
GCACCCAGTAACATCCACCT
CACTGAAGTCCTATTCAATG
GATGCACTAATTCAGGATAG
GCGTCCACTTAATGTACTTG
TTGCTGAACAGATCGGTCCA
AGGGTGCACTGATGTCCAGT
GATGCTGAAGAGACCAAGAC
TTCTGTCACTTCAACATCAG
GGCATACGGAAAGACCGCCG
CACTGTGTTCAACTACCCCG
TATTCAGAATAGATCATGGG
AGAGGCATAGTCATTGCACA
TGCTGGGGCTTACGCCAGAG
CAAGTGCCGGAATCGGAGGA

1 Atf2
2 Atf2
3 Atf2
4 Atf2
5 Cbfa2t3
6 Cbfa2t3
7 Cbfa2t3
8 Cbfa2t3
9 Crebl
10 Crebl
11 Creb1l
12 Crebl
13 Ctbpl
14 Ctbpl
15 Ctbpl
16 Ctbpl
17 Ctcf
18 Ctcf
19 Ctcf
20 Ctcf
21 Dpf2
22 Dpf2
23 Dpf2
24 Dpf2
25 EIfl
26 Elf1
27 EIfl
28 Elf1
29 EIf3
30 EIf3
31 EIf3
32 EIf3
33 EIf4
34 Elf4
35 EIf4
36 Elf4
37 EIf5
38 EIf5
39 EIf5
40 EIf5
41 Esrl
42 Esrl
43 Esrl
44 Esrl
45 Fos
46 Fos

Atf2_1
Atf2_2
Atf2_3
Atf2_4
Cbfa2t3_5
Cbfa2t3_6
Cbfa2t3_7
Cbfa2t3_8
Crebl 9
Crebl_10
Crebl_11
Crebl 12
Ctbp1l_13
Ctbpl_14
Ctbpl_15
Ctbpl_16
Ctcf_17
Ctcf_18
Ctcf 19
Ctcf_20
Dpf2_21
Dpf2_22
Dpf2_23
Dpf2_24
EIf1_25
EIf1_26
EIf1_27
EIf1_28
EIf3_29
EIf3_30
EIf3_31
EIf3_32
Elf4_33
Elf4_34
Elf4_35
EIf4_36
EIf5_37
EIf5_38
EIf5_39
EIf5_40
Esrl_41
Esrl 42
Esrl_43
Esrl 44
Fos_45
Fos_46



Genes
Fos
Fos
Foxal
Foxal
Foxal
Foxal
Gata3
Gata3
Gata3
Gata3
Hnrnpk
Hnrnpk
Hnrnpk
Hnrnpk
Meis2
Meis2
Meis2
Meis2
Mnt
Mnt
Mnt
Mnt
Myc
Myc
Myc
Myc
Nrfl
Nrfl
Nrfl
Nrfl
Ovoll
Ovoll
Ovoll
Ovoll
Pax8
Pax8
Pax8
Pax8
Polr2a
Polr2a
Polr2a
Polr2a
Rad21
Rad21
Rad21
Rad21

Targets
CAGACCTCCAGTCAAATCCA
TGTCACCGTGGGGATAAAGT
GGGACCCAGGCCGTTCATGG
CAACGATTGTTTCGTCAAGG
CGCTGAGCGAGATCTACCAG
CCCTAAGCCCGTGTTGGCGT
CTACTACGGAAACTCCGTCA
CCGGGTTCGGATGTAAGTCG
GCAGCTGCACCTGATACTTG
TCCAAGACGTCCATCCACCA
GATGATATGAGCCCTCGTCG
CTGTTGGGACATACCGCTCG
ATCCCTACCTTGGAAGAGGT
ATACCTCAGATATAAGGTCA
GCGTTGAGGTTGCGTCATCG
ACGGAGACCCTCACGCGCCG
TCAAAAACCAGAGCTAACAG
CATCTCTCTCATCAATCACG
GAAGCGCAACATCCCCAACG
GAATGACAGTCAGTGGAGCA
CTGTGGTCTTCGCATCAGGC
GGACAACGTTGACGAGGAGA
GCTGTACGGAGTCGTAGTCG
AGAGGCAAACCCCTGCCAAG
GTCAATGCACTCGGACGCGG
GTAGCGACCGCAACATAGGA
GGATGAGTACACGACGCGAG
CACAGCAGAGTAATTCACTT
TCAAGTATTCCACAGGTCGG
GGATTAGACTCAAACACATG
TGTGTCGATTCAGCATGCGC
TCGAGACTCCAGCTATAGCG
AGATGGCTCACATCTTCAGA
CCCTGTTGTCCATAGGTGTG
GACTCACCAGACCTACCCTG
GCACTGTTGAGTAAGGGCAG
GAGCCCAAGGAATCCGACTG
AGAAGATAGGAGACTACAAG
TGAGATGCCCGACTTTGACG
TGCCCAGGGACTTCTTACAA
CAATTCGATCGCCATTATCG
ATGGAGATGACCCACTAAGT
GACAACTCTCGTCCCAAACG
ATGCTTCATTACAGTCTGCG
GTGGAATAACCGGCTACTGA
TAATGCCATTACTTTACCTG

47 Fos
48 Fos
49 Foxal
50 Foxal
51 Foxal
52 Foxal
53 Gata3
54 Gata3
55 Gata3
56 Gata3
57 Hnrnpk
58 Hnrnpk
59 Hnrnpk
60 Hnrnpk
61 Meis2
62 Meis2
63 Meis2
64 Meis2
65 Mnt
66 Mnt
67 Mnt
68 Mnt
69 Myc
70 Myc
71 Myc
72 Myc
73 Nrfl
74 Nrfl
75 Nrfl
76 Nrfl
77 Ovoll
78 Ovoll
79 Ovoll
80 Ovol1l
81 Pax8
82 Pax8
83 Pax8
84 Pax8
85 Polr2a
86 Polr2a
87 Polr2a
88 Polr2a
89 Rad21
90 Rad21
91 Rad21
92 Rad21

Fos_47
Fos_48
Foxal_ 49
Foxal_50
Foxal_51
Foxal_52
Gata3_53
Gata3_54
Gata3_55
Gata3_56
Hnrnpk_57
Hnrnpk_58
Hnrnpk_59
Hnrnpk_60
Meis2_61
Meis2_62
Meis2_63
Meis2_64
Mnt_65
Mnt_66
Mnt_67
Mnt_68
Myc_69
Myc_70
Myc_71
Myc_72
Nrfl_73
Nrfl_74
Nrfl_75
Nrfl 76
Ovoll_77
Ovoll_78
Ovoll_79
Ovoll_80
Pax8_ 81
Pax8_82
Pax8_83
Pax8_84
Polr2a_85
Polr2a_86
Polr2a_87
Polr2a_88
Rad21_89
Rad21_90
Rad21 91
Rad21_92



Genes
Rfx5
Rfx5
Rfx5
Rfx5
Snail
Snail
Snail
Snail
Snai2
Snai2
Snai2
Snai2
Srebfl
Srebfl
Srebfl
Srebfl
Tbp
Tbp
Tbp
Tbp
Twistl
Twistl
Twistl
Twistl
Twist2
Twist2
Twist2
Twist2
Zebl
Zebl
Zebl
Zebl
Zeb2
Zeb2
Zeb2
Zeb2
Zfx

Zfx

Zfx

Zfx
Atf7
Atf7
Atf7
Atf7
Atf7
Atf7

Targets
ACATAATGACCGTTCTCGAG
ATGGGTGTGATAAGTGATCG
AGAGCGTCTATGATGCCTAT
TCTACCTTCAGCTCCCATCG
ACTGTCCTCATCGGACAGCG
CTCTCCTGGTACCCCAAGTG
GGAAGCCGTCCGACCCCCGC
TGGCCAAGGACCCCCAGTCG
AATAGGGCTGTATGCTCCCG
GTAACTTTCATAGAGATATG
GCTGAACGATTTCCTAGACT
ACTTCATCCAAGGATCACAG
CAGGCTCGAGTAACCCAGCA
AATGCCCCAGCCGAAAAGCG
TCTGCCTACAGAATCACTGA
ACTGCAGCCACACTTCATCA
AAATGCTGAATATAATCCCA
GGAGTAAGTCCTGTGCCGTA
TCTGGAAAAATGGTGTGCAC
CCAGGAGTCATGGCGCCCTG
CAAGCGCGGCAAGAAATCTG
CGGGAGCCCGCAGTCGTACG
AGCGGGTCATGGCTAACGTG
CGACAGCCTGAGCAACAGCG
GCGCACCCAGTCGCTCAACG
CTTCTTGCCGCGCTTACCCG
GAGCTTGTCAGAGGGGAGCG
TGGTGCCCAGACTGTCCACG
CGCCTCAGGATAAATGACGG
TGTCATATGACGTTCAAGCT
GGCTGAGCAAAGGTTTAGAG
TTAGTTCTGGAAGTGCATTG
TATGAATAGTAACTTGAGTG
GCGAACGTGTAGCTACAAAG
AAGGAGTATTACTCCTCGAG
AGGAAGATTATGATGCAATG
AAGTGCCATCCACTTTACAA
TCTATACATGTGTCTGACGT
ATAGTTATGTACGGTTATGT
CACTTGCTGTTCATGCACTG
ACACCTACCATTGTACGTCC
GGCGATGAGTCTACTTCCAC
GAGCCAGGACGTACAATGGT
GCTTATGTTTATGAACTGCC
ACGGACTCAGTCATCATTGC
TTTCCTAACAGGGTGCTGCT

93 Rfx5
94 Rfx5
95 Rfx5
96 Rfx5
97 Snail
98 Snail
99 Snail
100 Snail
101 Snai2
102 Snai2
103 Snai2
104 Snai2
105 Srebfl
106 Srebfl
107 Srebfl
108 Srebfl
109 Thp
110 Thp
111 Thbp
112 Thp
113 Twistl
114 Twistl
115 Twistl
116 Twistl
117 Twist2
118 Twist2
119 Twist2
120 Twist2
121 Zebl
122 Zebl
123 Zebl
124 Zebl
125 Zeb2
126 Zeb2
127 Zeb2
128 Zeb2
129 Zfx
130 Zfx
131 Zfx
132 Zfx
133 Atf7
134 Atf7
135 Atf7
136 Atf7
137 Atf7
138 Atf7

Rfx5_93
Rfx5_94
Rfx5_95
Rfx5_96
Snail_97
Snail_98
Snail_99
Snail_100
Snai2_101
Snai2_102
Snai2_103
Snai2_104
Srebfl 105
Srebfl_106
Srebfl_107
Srebfl 108
Tbp_109
Tbp_110
Tbp_111
Tbp_112
Twistl_113
Twistl_114
Twistl_115
Twistl 116
Twist2_117
Twist2_118
Twist2_119
Twist2_120
Zebl 121
Zebl_ 122
Zebl 123
Zebl 124
Zeb2_ 125
Zeb2_126
Zeb2_127
Zeb2_128
Zfx_129
Zfx_130
Zfx_131
Zfx_132
Atf7_133
Atf7_134
Atf7_135
Atf7_136
Atf7_137
Atf7_138



Genes
Elf2
EIf2
Elf2
EIf2
Elf2

Elf2
Ep300
Ep300
Ep300
Ep300
Ep300
Ep300
Gatad2b
Gatad2b
Gatad2b
Gatad2b
Gatad2b
Gatad2b
Grhl2
Grhl2
Grhl2
Grhl2
Grhl2
Grhl2
Jund
Jund
Jund
Jund
Jund
Jund
Mtal
Mtal
Mtal
Mtal
Mtal
Mtal
Ovol2
Ovol2
Ovol2
Ovol2
Ovol2
Ovol2
Rbm25
Rbm25
Rbm25
Rbm25

Targets
CGACGAGACTTATATGATGC
CGTCGTCATAGACCAGCACC
TTGAGGGATTCAAGAAGTCC
AGTTTATCCATGCTGCGATG
ATCGCAGCATGGATAAACTC
TGCTGAAGCCCTGCTTCATA
CTGGTGACTCCAGTTGCCGC
ACTGCATGTTTGGCCGTCCC
CTGACTGATATCGCCACCAT
ATGCTCACAAGTGCCAGCGC
TCACCATACACTCAGAATTC
CTCGACAAATCATTTCACAC
ACGATTGGAAGAAGCTCGCC
CAATTCCTTGAGCCCCGGGT
CGTTGAGACATCAACATGTG
GGAGTTAGCCTTCCTCGGTC
CAGCGGGGTCCACCGAAGCC
TCTAAGCTTCCCTCCCGACC
CGCCTCCGCTCAAATTGATC
CCGAAGAGCCTACACAAGTG
CTATCCCCGCGCGGACAGTG
TGGTGACCTACCTTCCCGTC
CCCCCTGACTGCGGCCACCA
CGAGTATACATATGACCAGA
CGCGCTCGGGCTCAGTACGC
CCGTCGGGGCGCAGCGCAGA
CGCTCGACGCACCCGCAGCC
CGAAGCCAGCAGCCCGTCGG
GCGGGTGCGTCGAGCGTCGC
GGTAGTGGTCACCAGCCCGT
GCTTGTCCGCCAGCGCGATG
GCAACCCGTACCTGATCCGC
GTGACTCCGTCTCATTGAGC
GAGACTCCAACTGCCGAGAC
TTCCAGCAGCCTCATCGCGC
CAAGTCCTACTTGGAGCGTG
GCGTGCGTACGTGCCTCTTC
CCCGAAGACTGCCGCAGCGA
TTTGTCGCGACGCTGCTTGT
CATCCGCCCCTACAAATGTG
CCAGAGCTTCACGACGCCCA
TCACCTTAAGTGCCACAACC
ATTATACTTACAGTTGGAGC
GCCATAATACTCATTGGTAC
CATGCAATAATCTGAGAGCA
CCTAGTACCTACCGTGTCCA

139 EIf2
140 EIf2
141 EIf2
142 EIf2
143 EIf2
144 EIf2

145 Ep300
146 Ep300
147 Ep300
148 Ep300
149 Ep300
150 Ep300
151 Gatad2b
152 Gatad2b
153 Gatad2b
154 Gatad2b
155 Gatad2b
156 Gatad2b
157 Grhl2
158 Grhl2
159 Grhl2
160 Grhl2
161 Grhl2
162 Grhl2
163 Jund
164 Jund
165 Jund
166 Jund
167 Jund
168 Jund
169 Mtal
170 Mtal
171 Mtal
172 Mtal
173 Mtal
174 Mtal
175 Ovol?2
176 Ovol?2
177 Ovol2
178 Ovol?2
179 Ovol2
180 Ovol?2
181 Rbm25
182 Rbm25
183 Rbm25
184 Rbm25

Elf2_139
Elf2_140
EIf2_141
EIf2_142
EIf2_143
Elf2_144
Ep300_145
Ep300_146
Ep300_147
Ep300_148
Ep300_149
Ep300_150
Gatad2b_151
Gatad2b_152
Gatad2b_153
Gatad2b_154
Gatad2b_155
Gatad2b_156
Grhl2_157
Grhl2_158
Grhl2_159
Grhl2_160
Grhl2_161
Grhl2_162
Jund_163
Jund_164
Jund_165
Jund_166
Jund_167
Jund_168
Mtal_169
Mtal_170
Mtal 171
Mtal_172
Mtal 173
Mtal 174
Ovol2_175
Ovol2_176
Ovol2_177
Ovol2_178
Ovol2_179
Ovol2_180
Rbm25_181
Rbm25_182
Rbm25_183
Rbm25_184



Genes
Rbm25
Rbm25
Rcorl
Rcorl
Rcorl
Rcorl
Rcorl
Rcorl
Smarcel
Smarcel
Smarcel
Smarcel
Smarcel
Smarcel
Smarca5
Smarca5s
Smarca5
Smarca5s
Smarca5
Smarca5s
Vtcnl
Vtcnl
Vtcnl
Vtcnl
Vtcnl
Vtcnl
Zfp687
Zfp687
Zfp687
Zfp687
Zfp687
Zfp687
Zfp217
Zfp217
Zfp217
Zfp217
Zfp217
Zfp217
Zfp592
Zfp592
Zfp592
Zfp592
Zfp592
Zfp592
BRDNO000737748
BRDN0000737641

Targets
CCAACAAAAACTGTAGTAGT
TTATTGCATGACCTTCAGAT
TTGACTGCGCCTTGCCAGTT
CCCGCTTCTGTTTCCGAGCA
AGTCAAGAACGAGACAATCT
TCTTCTACAGTCCACTCATC
GTTGTACCCGTGCTTCTCTT
TGATAAATCCATAGCAAGTT
TCCTACCGTGACCCGGCTGT
AAACTTACTGTTGCAGGAGC
CAGCAAATGCCCAGCACACC
AAACGAATACGAAGCAGAAA
TAAGGTCTGGGACCAAGTAA
GTGGGAGGTGGGGCATAAGA
CAGTTACCGACACCGTAGAA
TACCAGGAAGTATTTGATCA
TACATACCATTTCATCTGCA
CCTCCTCTTGCTCCGTTCTA
TCCTACATATGAAGAAAAAA
TCACCCTTGAAGATGAAACC
TTCAGAGAGTTTACGCTGCG
GGGGCCATCGCACTCATCAT
TGGGCATCTCAAGTCGACCA
ATGCCGTTGAGTTTGATGTC
AAAGCCAATGATGAGTGCGA
TGTTACATCCGCACCTCAAA
CCAACCAAAAGAGCCCGACG
CTGCATTTCTCTCGCCGTGT
GTCACATACTCGTCACGCTC
CTCGATTCTTATGTGTGCGC
ACTTAAAGACACTGACACGC
TAAGTGCTGGTCAAAGTGTG
GCCGTTAGTAGCGCATCCTG
GCCGCAGGATGCGCTACTAA
CCCGTCCATGTACACGAGGA
TGCCCCTGATGACCACCGAG
ACAGTAACTACACTCTCTCG
ATTCATCTCAGAACGCATAC
GACACGTAGCTCTCTCGATC
GACACATCTTCTAACCGCCC
CGACAGAGGACACCGCACTC
CAAGACTGCCAGTAGTACGA
CGTACTACTGGCAGTCTTGA
CCTGCACTATGCCCGAAAAG
ACGCTGTTCGTAACCGCGGG
ACGGAACCCGATCGGAACGG

185 Rbm25
186 Rbm25
187 Rcorl
188 Rcorl
189 Rcorl
190 Rcorl
191 Rcorl
192 Rcorl
193 Smarcel
194 Smarcel
195 Smarcel
196 Smarcel
197 Smarcel
198 Smarcel
199 Smarca5
200 Smarca5
201 Smarca5
202 Smarca5
203 Smarca5
204 Smarca5
205 Vienl
206 Vtcnl
207 Vicenl
208 Vtcnl
209 Vitcnl
210 Vtenl
211 zfp687
212 Zfp687
213 zfp687
214 Zfp687
215 zfp687
216 Zfp687
217 Zfp217
218 Zfp217
219 7fp217
220 Zfp217
221 Zfp217
222 7fp217
223 Zfp592
224 7fp592
225 Zfp592
226 Zfp592
227 Zfp592
228 Zfp592
229 NTC
230 NTC

Rbm25_185
Rbm25_186
Rcorl_187
Rcorl_ 188
Rcorl_189
Rcorl_190
Rcorl_191
Rcorl_192
Smarcel_193
Smarcel_194
Smarcel_195
Smarcel_196
Smarcel_197
Smarcel_198
Smarca5_199
Smarca5_200
Smarca5_201
Smarca5_202
Smarca5_203
Smarca5_204
Vtcnl 205
Vtcnl_206
Vtcnl 207
Vtcnl 208
Vitcnl_209
Vtcnl 210
Zfp687_211
Zfp687_212
Zfp687_213
Zfp687_214
Zfp687_215
Zfp687_216
Zfp217_217
Zfp217_218
Zfp217_219
Zfp217_220
Zfp217_221
Zfp217_222
Zfp592_223
Zfp592_224
Zfp592_225
Zfp592_226
Zfp592_227
Zfp592_228
NTC_229
NTC_230



Genes

BRDN0O000737818
BRDN0O000738217
BRDN0000737441
BRDN0O000737473
BRDNO000737845
BRDNO000737878
BRDN0000737612
BRDNO000737383
BRDNO000737995
BRDN0O000738032
BRDNO000738335
BRDN0O000737743
BRDNO000737856
BRDN0O000737548
BRDNO000737825
BRDN0000737651
BRDN0O000737753
BRDN0000737901

Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control
Non-Targeting Control

Targets
ACGGATTGCTGACGCTATCA
ACGGGTCAACTTCTTGCCGC
ACGGTCCCAACGAGCGCCGG
ACGGTCCCTCTCGGGTCAAT
ACGGTCGAGCACGGTTATGA
ACGTCGATGCTTATCCGTCT
ACGTCGGTCTAGAGTTAAGT
ACGTGTAAGGCGAACGCCTT
ACGTGTTCTCGTACTTAGCT
ACGTTGCAGCTCGCGTTTCG
ACTAAGGAGTCCCGGTCCGA
ACTAGCTCCATAACGTGTAC
ACTCACCTCGCACGATCGTA
ACTCGACCTAACGTCGATGT
ACTCGCGAAACCGTACATGA
ACTGCGCGTATAGGACGCAA
ACTGTCCCATTGTACGACGG
ACTTCCCGCGGTTCCGTTGA

AAAAAGCTTCCGCCTGATGG
AAAACAGGACGATGTGCGGC
AAAACATCGACCGAAAGCGT
AAAATAGCAGTAAACTCAAC
AAAATCGATGGGCTGAATCT
AAAATTATCGGAAACGGTAG
AAACCCTATGCCCAAATGAG
AAACCTAGCCCCAATACTTA
AAACGAGATCGAGAAAGGTA
AAACGGTACGACAGCGTGTG
AAACTGTAGTGCAGGGTCAG
AAAGAAAGAGGAATAGTAGC
AAAGACTTGCTCCAAAACAC
AAAGATATAGCAAATTATGG
AAAGCGACGTAGGCATACTT
AAATAATATGCATCTCTCGA
AAATACAAGCTATAGCGATA
AAATGCACAGATCGCTGATC
AAATTGGCTTTCGTTCGTGC
AACAGGAAACGTGACTAAAG

231 NTC
232 NTC
233 NTC
234 NTC
235 NTC
236 NTC
237 NTC
238 NTC
239 NTC
240 NTC
241 NTC
242 NTC
243 NTC
244 NTC
245 NTC
246 NTC
247 NTC
248 NTC

NTC_231
NTC_232
NTC_233
NTC_234
NTC_235
NTC_236
NTC_237
NTC_238
NTC_239
NTC_240
NTC_241
NTC_242
NTC_243
NTC_244
NTC_245
NTC_246
NTC_247
NTC_248



Target Gene
Symbol

Atf2
Atf2
Atf2
Atf2
Cbfa2t3
Cbfa2t3
Cbfa2t3
Cbfa2t3
Crebl
Crebl
Crebl
Crebl
Ctbp1l
Ctbpl
Ctbp1l
Ctbpl
Ctcf
Ctcf
Ctcf
Ctcf
Dpf2
Dpf2
Dpf2
Dpf2
EIf1
EIf1
EIf1
Elfl
EIf3
EIf3
EIf3
EIf3
Elf4
Elf4
Elf4
Elf4
EIf5
EIf5
EIf5
EIf5
Esrl
Esrl
Esrl
Esrl
Fos
Fos
Fos
Fos
Foxal
Foxal
Foxal
Foxal
Gata3
Gata3

Oligos
CTTGTGGAAAGGACGAAACACCGGGACGAACGATAGCTGATGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAACACCCTCCAGTTACCAAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACATACCGGAGTTTCTGTAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGTTGTAGAAACAACTCACCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAGGCTCACAGAACGCGAGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGAGCTCAGACGAGTCGACAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAGCCGTGGAAACGGCCATGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGTGCCCCATCTACACCCAAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGAAGGGAAATCCTTTCAAGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACTGCTAGTTTGGTAAATGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACAGATTGCCACATTAGCCCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACAGCTGGCTAACAATGGTAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGATAGGTATGGATCATAGAAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGACTGCGTTACCCTGCATTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGTGATGGTATGGTACATCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACCTAGTCCAATGATGCCCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCGATCCAAATTTGAACGCCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGTAAGGTGTGACATATCATGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTACACTGGCATAATCACACAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCACGCTCGGTTTACCCAGAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGAAGATACGCCAAAGCGTCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGTGGTAACTGAGGCCAGGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGAGGCGGGCGTTATAATTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGGATGGAAAAGCGACACCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGATATTTGGTGTAGTCGTCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCGTCAACAACCGCATCAAGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCTGTCCTAAGTACATCAAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACATGTTCCACAATAACAGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGAGAGCAAGGTCTTCCCTAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCAGTGCCAAAGGTAGTCGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGACCTCAGACAAGATCCCAAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGGGTCTTCGACCAGAACTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCACCCAGTAACATCCACCTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCACTGAAGTCCTATTCAATGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGATGCACTAATTCAGGATAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCGTCCACTTAATGTACTTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTTGCTGAACAGATCGGTCCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGGGTGCACTGATGTCCAGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGATGCTGAAGAGACCAAGACGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTTCTGTCACTTCAACATCAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGCATACGGAAAGACCGCCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCACTGTGTTCAACTACCCCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTATTCAGAATAGATCATGGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGAGGCATAGTCATTGCACAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGCTGGGGCTTACGCCAGAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAAGTGCCGGAATCGGAGGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAGACCTCCAGTCAAATCCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGTCACCGTGGGGATAAAGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGGACCCAGGCCGTTCATGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAACGATTGTTTCGTCAAGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCGCTGAGCGAGATCTACCAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCCTAAGCCCGTGTTGGCGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCTACTACGGAAACTCCGTCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCGGGTTCGGATGTAAGTCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC



Target Gene
Symbol

Gata3
Gata3
Hnrnpk
Hnrnpk
Hnrnpk
Hnrnpk
Meis2
Meis2
Meis2
Meis2
Mnt
Mnt
Mnt
Mnt
Myc
Myc
Myc
Myc
Nrfl
Nrfl
Nrfl
Nrfl
Ovoll
Ovoll
Ovoll
Ovoll
Pax8
Pax8
Pax8
Pax8
Polr2a
Polr2a
Polr2a
Polr2a
Rad21
Rad21
Rad21
Rad21
Rfx5
Rfx5
Rfx5
Rfx5
Snail
Snail
Snail
Snail
Snai2
Snai2
Snai2
Snai2
Srebfl
Srebfl
Srebfl
Srebfl

Oligos
CTTGTGGAAAGGACGAAACACCGGCAGCTGCACCTGATACTTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCCAAGACGTCCATCCACCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGATGATATGAGCCCTCGTCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCTGTTGGGACATACCGCTCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGATCCCTACCTTGGAAGAGGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGATACCTCAGATATAAGGTCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCGTTGAGGTTGCGTCATCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACGGAGACCCTCACGCGCCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCAAAAACCAGAGCTAACAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCATCTCTCTCATCAATCACGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGAAGCGCAACATCCCCAACGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGAATGACAGTCAGTGGAGCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCTGTGGTCTTCGCATCAGGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGACAACGTTGACGAGGAGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCTGTACGGAGTCGTAGTCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGAGGCAAACCCCTGCCAAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGTCAATGCACTCGGACGCGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGTAGCGACCGCAACATAGGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGATGAGTACACGACGCGAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCACAGCAGAGTAATTCACTTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCAAGTATTCCACAGGTCGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGATTAGACTCAAACACATGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGTGTCGATTCAGCATGCGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCGAGACTCCAGCTATAGCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGATGGCTCACATCTTCAGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCCTGTTGTCCATAGGTGTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGACTCACCAGACCTACCCTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCACTGTTGAGTAAGGGCAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGAGCCCAAGGAATCCGACTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGAAGATAGGAGACTACAAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGAGATGCCCGACTTTGACGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGCCCAGGGACTTCTTACAAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAATTCGATCGCCATTATCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGATGGAGATGACCCACTAAGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGACAACTCTCGTCCCAAACGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGATGCTTCATTACAGTCTGCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGTGGAATAACCGGCTACTGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTAATGCCATTACTTTACCTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACATAATGACCGTTCTCGAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGATGGGTGTGATAAGTGATCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGAGCGTCTATGATGCCTATGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCTACCTTCAGCTCCCATCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACTGTCCTCATCGGACAGCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCTCTCCTGGTACCCCAAGTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGAAGCCGTCCGACCCCCGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGGCCAAGGACCCCCAGTCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAATAGGGCTGTATGCTCCCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGTAACTTTCATAGAGATATGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCTGAACGATTTCCTAGACTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACTTCATCCAAGGATCACAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAGGCTCGAGTAACCCAGCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAATGCCCCAGCCGAAAAGCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCTGCCTACAGAATCACTGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACTGCAGCCACACTTCATCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC



Target Gene
Symbol

Tbp

Tbp

Tbp

Tbp
Twistl
Twistl
Twistl
Twistl
Twist2
Twist2
Twist2
Twist2
Zebl
Zebl
Zebl
Zebl
Zeb2
Zeb2
Zeb2
Zeb2
Zfx

Zfx

Zfx

Zfx

Atf7
Atf7
Atf7
Atf7
Atf7
Atf7

EIf2

EIf2

EIf2

EIf2

EIf2

EIf2
Ep300
Ep300
Ep300
Ep300
Ep300
Ep300
Gatad2b
Gatad2b
Gatad2b
Gatad2b
Gatad2b
Gatad2b
Grhi2
Grhi2
Grhi2
Grhi2
Grhi2
Grhi2

Oligos
CTTGTGGAAAGGACGAAACACCGAAATGCTGAATATAATCCCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGAGTAAGTCCTGTGCCGTAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCTGGAAAAATGGTGTGCACGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCAGGAGTCATGGCGCCCTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAAGCGCGGCAAGAAATCTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCGGGAGCCCGCAGTCGTACGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGCGGGTCATGGCTAACGTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCGACAGCCTGAGCAACAGCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCGCACCCAGTCGCTCAACGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCTTCTTGCCGCGCTTACCCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGAGCTTGTCAGAGGGGAGCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGGTGCCCAGACTGTCCACGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCGCCTCAGGATAAATGACGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGTCATATGACGTTCAAGCTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGCTGAGCAAAGGTTTAGAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTTAGTTCTGGAAGTGCATTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTATGAATAGTAACTTGAGTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCGAACGTGTAGCTACAAAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAGGAGTATTACTCCTCGAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGGAAGATTATGATGCAATGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAGTGCCATCCACTTTACAAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCTATACATGTGTCTGACGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGATAGTTATGTACGGTTATGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCACTTGCTGTTCATGCACTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACACCTACCATTGTACGTCCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGCGATGAGTCTACTTCCACGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGAGCCAGGACGTACAATGGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCTTATGTTTATGAACTGCCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACGGACTCAGTCATCATTGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTTTCCTAACAGGGTGCTGCTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCGACGAGACTTATATGATGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCGTCGTCATAGACCAGCACCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTTGAGGGATTCAAGAAGTCCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGTTTATCCATGCTGCGATGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGATCGCAGCATGGATAAACTCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGCTGAAGCCCTGCTTCATAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCTGGTGACTCCAGTTGCCGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACTGCATGTTTGGCCGTCCCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCTGACTGATATCGCCACCATGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGATGCTCACAAGTGCCAGCGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCACCATACACTCAGAATTCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCTCGACAAATCATTTCACACGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACGATTGGAAGAAGCTCGCCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAATTCCTTGAGCCCCGGGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCGTTGAGACATCAACATGTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGAGTTAGCCTTCCTCGGTCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAGCGGGGTCCACCGAAGCCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCTAAGCTTCCCTCCCGACCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCGCCTCCGCTCAAATTGATCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCGAAGAGCCTACACAAGTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCTATCCCCGCGCGGACAGTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGGTGACCTACCTTCCCGTCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCCCCTGACTGCGGCCACCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCGAGTATACATATGACCAGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC



Target Gene
Symbol

Jund
Jund
Jund
Jund
Jund
Jund
Mtal
Mtal
Mtal
Mtal
Mtal
Mtal
Ovol2
Ovol2
Ovol2
Ovol2
Ovol2
Ovol2
Rbm25
Rbm25
Rbm25
Rbm25
Rbm25
Rbm25
Rcorl
Rcorl
Rcorl
Rcorl
Rcorl
Rcorl
Smarcel
Smarcel
Smarcel
Smarcel
Smarcel
Smarcel
Smarca5
Smarca5
Smarca5
Smarca5
Smarca5
Smarca5
Vtenl
Vtenl
Vtenl
Vtenl
Vtenl
Vtenl
Zfp687
Zfp687
Zfp687
Zfp687
Zfp687
Zfp687

Oligos
CTTGTGGAAAGGACGAAACACCGCGCGCTCGGGCTCAGTACGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCGTCGGGGCGCAGCGCAGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCGCTCGACGCACCCGCAGCCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCGAAGCCAGCAGCCCGTCGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCGGGTGCGTCGAGCGTCGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGTAGTGGTCACCAGCCCGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCTTGTCCGCCAGCGCGATGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCAACCCGTACCTGATCCGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGTGACTCCGTCTCATTGAGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGAGACTCCAACTGCCGAGACGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTTCCAGCAGCCTCATCGCGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAAGTCCTACTTGGAGCGTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCGTGCGTACGTGCCTCTTCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCCGAAGACTGCCGCAGCGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTTTGTCGCGACGCTGCTTGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCATCCGCCCCTACAAATGTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCAGAGCTTCACGACGCCCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCACCTTAAGTGCCACAACCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGATTATACTTACAGTTGGAGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCCATAATACTCATTGGTACGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCATGCAATAATCTGAGAGCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCTAGTACCTACCGTGTCCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCAACAAAAACTGTAGTAGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTTATTGCATGACCTTCAGATGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTTGACTGCGCCTTGCCAGTTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCCGCTTCTGTTTCCGAGCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAGTCAAGAACGAGACAATCTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCTTCTACAGTCCACTCATCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGTTGTACCCGTGCTTCTCTTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGATAAATCCATAGCAAGTTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCCTACCGTGACCCGGCTGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAACTTACTGTTGCAGGAGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAGCAAATGCCCAGCACACCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAACGAATACGAAGCAGAAAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTAAGGTCTGGGACCAAGTAAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGTGGGAGGTGGGGCATAAGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAGTTACCGACACCGTAGAAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTACCAGGAAGTATTTGATCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTACATACCATTTCATCTGCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCTCCTCTTGCTCCGTTCTAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCCTACATATGAAGAAAAAAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTCACCCTTGAAGATGAAACCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTTCAGAGAGTTTACGCTGCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGGGGCCATCGCACTCATCATGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGGGCATCTCAAGTCGACCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGATGCCGTTGAGTTTGATGTCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGAAAGCCAATGATGAGTGCGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGTTACATCCGCACCTCAAAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCAACCAAAAGAGCCCGACGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCTGCATTTCTCTCGCCGTGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGTCACATACTCGTCACGCTCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCTCGATTCTTATGTGTGCGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACTTAAAGACACTGACACGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTAAGTGCTGGTCAAAGTGTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC



Target Gene
Symbol

Zfp217
Zfp217
Zfp217
Zfp217
Zfp217
Zfp217
Zfp592
Zfp592
Zfp592
Zfp592
Zfp592
Zfp592
BRDN0000737748
BRDN0000737641
BRDNO0O000737818
BRDN0000738217
BRDN0000737441
BRDNO0000737473
BRDNO0000737845
BRDNO0000737878
BRDN0000737612
BRDN0000737383
BRDN0000737995
BRDN0000738032
BRDN0000738335
BRDNO0000737743
BRDN0000737856
BRDNO0000737548
BRDN0000737825
BRDN0000737651
BRDNO0000737753
BRDN0000737901

Oligos
CTTGTGGAAAGGACGAAACACCGGCCGTTAGTAGCGCATCCTGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGCCGCAGGATGCGCTACTAAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCCGTCCATGTACACGAGGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGTGCCCCTGATGACCACCGAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACAGTAACTACACTCTCTCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGATTCATCTCAGAACGCATACGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGACACGTAGCTCTCTCGATCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGGACACATCTTCTAACCGCCCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCGACAGAGGACACCGCACTCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCAAGACTGCCAGTAGTACGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCGTACTACTGGCAGTCTTGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGCCTGCACTATGCCCGAAAAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACGCTGTTCGTAACCGCGGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACGGAACCCGATCGGAACGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACGGATTGCTGACGCTATCAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACGGGTCAACTTCTTGCCGCGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACGGTCCCAACGAGCGCCGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACGGTCCCTCTCGGGTCAATGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACGGTCGAGCACGGTTATGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACGTCGATGCTTATCCGTCTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACGTCGGTCTAGAGTTAAGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACGTGTAAGGCGAACGCCTTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACGTGTTCTCGTACTTAGCTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACGTTGCAGCTCGCGTTTCGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACTAAGGAGTCCCGGTCCGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACTAGCTCCATAACGTGTACGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACTCACCTCGCACGATCGTAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACTCGACCTAACGTCGATGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACTCGCGAAACCGTACATGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACTGCGCGTATAGGACGCAAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACTGTCCCATTGTACGACGGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC
CTTGTGGAAAGGACGAAACACCGACTTCCCGCGGTTCCGTTGAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGC



